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292-0812 ^S**M»m 7b^*fiig-Ta 6 Sift 
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^= (54) Title: NOVEL GENES AND PROTEINS ENCODED THEREBY 
jj (54) »ECD*fr: SfSlffleT&^mczi- K<**l£®eSt 

I (57) Abstract: Novel DNAs containing a protein-encoding region are directly cloned from cDNA libraries originating in human 

adult whole brain and human fetal whole brain, the base sequences thereof are determined and the functions thereof are identified. 
Namely, a DNA containing a base sequence encoding the following polypeptide (a) or (b): (a) a polypeptide comprising an amino 

@@ acid sequence which is the same or substantially the same as the amino acid sequence represented by SEQ ID NO: 1 ; and (b) a 

©9 polypeptide comprising an amino acid sequence derived from the amino acid sequence represented by SEQ ID NO: 1 by deletion, 
substitution or addition of some of the amino acids and having a biological activity substantially equivalent to the function of the 

^ polypeptide (a); a recombinant polypeptide encoded by the above DNA; and a protein containing the polypeptide. 

© ^fr$T*s£DNA£iajg?a— j tti*>commmm$:2tife u m\z*tit>o>®m&mfe-tz> - <t= kit 

^ «>(a)$fcli(b)057K l J'<^ K£a- K-T51£SE?iJ££fcDNA : (a)ffi*lj##1 -QyjiZHZ>TS.;M&mt 



rtec'd -^PTO 1 1 APR 30 ^ W * 

WO 2004/035788 \~J "^PCT/JPlOOS/OmTe 



HUB* 

hhy; AttiStOS^gWIimi^y / A±J£SIB?l!£Sfc£-3-£> d halite < s 

Donald L. Coppockflij ^ s Genomicis 54, "The Quiescin Q6 Gen 
e (QSCN 6) is a Fusion of Two Ancient Gene Families: Thioredoxin and 
ERVr, 1998, p.460-468 

Beatrice Benayounftil Us The Journal of Biological Chemistry 
Vol.276, No. 17, "Rat Seminal Vesicle FAD-dependent Sulfhydryl Oxidase'', 
2001, p. 13830-13837 

»J*ft*l* * £?5#k t (DT? lift U o 
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m&&G>c DN A^-Y^»J-fr6. ^>/^I^3-KbTl;^^ti&ilr 
Sift D N A&it*g£ □ -~ £ hlO£l7J Us *tLfe<D«^K?iJ«:^bT 

(a)BB?iJ#-^ 1 TimZftZTS. J >=M— *fcl±£*W)fcH— COT 5. y & 
I3?U>b N e> & & # U K x 

*zi-K««aSR9"J«:^tJDNAI^«o ClCD<fca&D N ACDtfflh LTs PR5£ 

meL)<D7roj^y-^^(Dmmtmn^izmn(D^m^mm. mm) 

UJi©*^roSB-feJ:tm^©J»«lT?&SDNA**i:«>T:x t^bj 
DNAj hfcl>-5o *6>ld*ISB^I±. *^DNAl3g|®&*Jl3*S*i6tjfeifiai3?'J 
>?Hz >X D N A iZfcfifcS 0 

* fc(±*IBfl^ D N A COT >^-tr >X DNA * - N J; l/*SBBj§ DNA 

COfgJH^ £ # - jfmf 6> *l£ o 
^^li^EgcD^tfctNT. felT©(a)*fc|±(b) : 
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%k£tc\tmn$ titers j wmifr^M x (a)©7Ku K^nhH^ 

^^(im-b<3D^I3tJ0NTx*^ D N A ZmmZitfe DNAfy 713^2. o 

*5W8i*sg+©H8«ictei>Tx #s&bj! dna m*tr s^ >^-t u =r* ^ 

!fc±l8<Dm R N A fe£bfB*mi: UT> *§6BJ3#*<i»K Lfe cDNA^^'J- 
frS, c DNA8ffM-tU-C#8tUfc^(3 N ^S@3?y^^U|a|^Ufc ! fe©^So 
mt>, £&tti\Z\t* /J\J^<fe(D:£>S(DNA Research 4:53 -59(1997)) iZVt oti 
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4 

D N Aifeli*^ D N A &<£t?atfe?*BS**l*^f 
*£H U s U Kt> U< I*RtJ< 'J K trtfflfe* * > A° £ 

tK'J Kfe U < li^ro^B^U^^ K* fettle U^5=- Kfc^fctUfc*. 
* >A£f€£=] - K-TSifiMBfll&^fcJtf'J 3? £ K(D N A) N «DN 

A 13 j#S7 >^i? >77^Utf Kx 'J * 0 U Th^ K * £f±T >^"b >X 

£ fc*!8«*J3(*N D N Ax *560J3# U K s tf:fc#&BJl# 'J ^r=f- 

KI^I-Sfct^^E^JUT^^tiSx DNAf'y7, ^^K^y^x fccfctf 
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5 

tUA^tfflWs 'C>fiis flf&s ffFflis IftllflU »«x »JH*:ira)«lffla • Hi^ld 

^t§cDNA7^ ^'J-<fe4^6R56;iWt*tifecDNA. ^ 

'J 1z30fL5Jfc(OTx tr T-P C RScjfcn^-rS)lz<fc^TiJMB 

*#§0J3DN Al3^r-ri)7 7 >^-b>X7h l J=r3?^U7|-^KhUTli. * 
JB^BtKU^^ K*fcl±*©SB»#U Kfe=i- K« D N A fc*K6tjli*B 
«W&JttE?»J&^U W^DN A<B^^fWLfS3flF/B£W«tf£(Z>7' 

D N Al^fflWWftlttiB^JOD^atK^J^fcliSB^^aiBByyiiW* L < l±f&9 
0%J^±s { kt)^U<l^9 5%J.U> ftfc»*U<li1 OO%0>*@[SH±£W 

ft^-T*«B»B?"J(R N A£/cl£D N A <D{fetfoW) :*3§0J3T: 0\9 7>^t>7t 

*g<73 D N A if I ^TUBft-r S 3i:^t5o 

1, ^U<l^80%lUs ^l3#£L<l*J|fo9 0%£Lt N 4f Id*?* U < 
9 5 %i^±Tr & § 7^/ ^SB?iJ £ o 
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mzmmrfo £> z t %7Fir a 

;mmmfrz>te%tfV'<7 > T Fit. mtmm^mmxm, m&mm 

tfs *5B^(7)«-a)JI8trc&S D N A fc*B«ttfctta£lB?iJfr 6>&3 D N A S 

Tiis^j^(t\isD n An±mm&nto)mm&o>w&b\±i£(D^-T:tf)8 o% 

M±s * L < lit*? 9 0 %J^±. X K> £ U < lit*} 9 5 %JjLt-Cfe3&*B39»J«: 
^Wl- 5 DNA& iffe^lf 3 Z £l tf-C % 3 o 

/ W yj y>f t'-va >li s rtt£. ! ®)¥(DM%T7'n h =l -JkJ (Current prot 
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ocols in molecular biology(Frederick M. Ausubel€>$I N 1987))l~I3f£<E>;£^& 

Z Z~C, h U >->*x > Kfc^Ki hi*, fflx.\£, 6 5°C(DlmM EDTA 
h U rJ?A N 0.5M U >SbX*^- K U -t>A(pH7.2) N 7%SDS 7jc;§>$4>Tf/ W 
y-f X£-£ N 6 5°C(DlmM EDTA S U 0 A. 4 OmM U h U -^A 

(pH7.2) N 1 %SDS 7kJS)«+-e^ >*m$-fZ0ki ! t-T:(DV--y ! >Zfn vhA 

^7U^ if- v a D N Ay a — y\Z/U y<J<?4 x-f%mm<D0ki* 

D N A ©£ □ - ~ > 7(D^$9z£ UT(£, *$&BJ1<K »J ^ ^ K<BgP#fc if 
OKB^3&:«a6iB9y*^-«^fiKD NA77^7-^fflUTPC Rj=fel;:«fcoTitt«l 

a&*lM*^fW«*3- Kt-S D N AKrJtfc U < l±^D N A 
©<h©/W -tf—isB >[z£.-o -CMBtlir 3 3t^T?§5 0 

Zl-JUj (Frederick M. Ausubel^Hs 1987)ld|Btt(D^)S^if I^oT^t^ Z t 

#T!#3o i£DNA(;fc^©5' 5fe^|iJ{c:SilR^Z] K>tUT©ATG4tU 
£fc3' ^WJlClil^iR^lh=i K*>hLTCDTAA. T G A£fcl£T A G^J&U 
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UTIix *mm&&<DZr^7.=L S*($k PBR3 2 2. pBR325 N 
pUC 1 8. pUC 1 1 8) N tt¥8i*©7775 K(#!k p U B 1 10. pT 
P5 N pC19 4)s iS4*77^5 KCWn pSH 1 9. pSH 1 5) N A7? 

a «f ;uxfc irroib^^ -f ;U7>& ir^^ijffl-r i> z t tf-e # i> 0 

trpyn^- lac^a^-^-s recA7Df-^ 

li> SPOirDt-^- SP02^o^-^- N penPra^-^-^^ 

PH057a^- N PGK^d^-^-, GAP 
^■□^_^_ s A DH^a^-* UU 0 iiltl«tii:UTl^ 
S^lis SRayD^-s SV4 07n : E-^-, LTRyo^- 

-b— N X77^v>^>ms tKU AttjbPS^TWK jiiRT-*)-, SV4 0 

^— bffccfcu^DTM >A)t©M^r^>A^ahui:^ii^-ar?)C:h i fenjtg-c 

mvx U +7^®CDAf*#J£: UTI* N JLisx. • U (Escherichia coli)K 

1 2 • D H 1 (Proc. Natl. Acad. Sci. USA, 60: 160(1968)) N J M 1 0 3 (Nucleic 
Acids Research, 9:309(198 l)) s J A 2 2 1 (Journal of Molecular Biology, 12 
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0:5 17(1978)) N fccfctfH B 1 0 1 (Journal of Molecular Biology, 41:459(1969)) 

/WWSli: Ltlt 0>J;U£s /WU* • -tWUX(Baci]lus subti]is)M I 1 
1 4 (Gene, 24:2 55(1983)) s 2 0 7-2 1 CJournal of Biochemistry, 95:87(19 

84)} ftWffl^&tlSo 

HS^bTlis i7 v «y^jay''l'-trX • Hz U trs>:x(Saccaroniyces cerevi 

siae)AH2 2. AH22R-. NA87-11A. DKD-5D. 20B-1 2ft 

i/ VUvv n T «< -fe X • 7jN>^.(Schizosaccaromyces po 
mbe)N C Y C 1 9 1 3 s NCYC2036. tftlT' ■ ; h U X(Pichia pastori 
s)&£f#J8Ufc>frli>o 

tt)*9fflB&£: LTtis 0A*lix Vero. ^t-f--X/\AX 

£ -sfflB&C H 0(J^T. C H OmmizmZ), dhf rSfef^C H 0« s V 
£*L« N 7WAtT-20 N xT>^5:Jia-v'$fflflSs 7«>hGH3 N fc S 

T#5o Proc. Natl. Acad. Sci. USA X 69:2110(1972) s Gene, 17:107(1 

982) N Molecular & General Genetics, 168:111(1979). f&M^lZfclj- 
(Methods in Enzymologyk 0194# x 182- 187(199 1) N Proc. Natl. Acad. Sci. 
USA, 75:1929(1978). «M&x9*S'Jflfr 8 #f WfenJ&mT'n 263-2 
67(199$)££)HttS8fT);fc«fc Ittftrology, 52:456(1973) £ 3 0 

ZG>£olZ LTmZtlfz., D N A * tc[**%*% D N A £^fc«<^P 

««<D«£x ^3 0-4 0°CT'^6 — 2 4B#|8tfTl*x *5i:J:9a 
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$tlfcigik*m^Tm2 0°C~3 5°C7J^2 4-7 2B#IHfTt^ &W\ZlfcKTm 
M.n^j3 0°C~4 0°C-C3^1 5 — 6 OB^m^ MWlZfoCTM. 

^if^m 3 ^ -e £ & o 

m.(DMzmM ) $>V&.'7T—V>t££<D$ >A'^ S'J S > X — 1 oo 

(ffi«JDfc £(7^®>£14S'] # ^£ tlT cfc U o £ nWfr&Z 

(-COOR)-G*3DoT ! fc><fcUo 3 dT*xX^JHrfclti> R i: UTIiv J* 



WO 2004/035788 



PCT/JP2003/013276 



11 

■7 a: *^JU& ¥<D7 1— )l - C l-27JI/+JHfe L < l± a ^£ 

fcfcio«Lt N *?*u<(*5 o«Lts *6i:»st<ii7 0fflw± N .to*? 
*u<i±i o oiiUs * s fe*f*u<ii2 oom&±(DT^smmm*mL, m 

2}s:^CD?J<'>l-<7 p ^S"CDCrh<. C^tfZ^ K(- C O N H 2 )*fe(i«^U 
(-C00R)TfeottJ;^ o ^^CDSP^^ Kldl± N MIBU/ofc 
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£>tl>2>o 

*«Ml7K , J Ks ^-cDgp^a^ Kfc b < li^;ft£(Di&g= feline COT 

mig£&*M£ id^m u fcT ^ y s gfl*} i: ■* z y v&s&m k> \z, 

I^HUTlix 0!l;LI*\ DCC. N,N'-S>M V7DmJ^v'f5 S\ fc^t/N-Ji 
£>„ Ctie>l3cfc§^<bl3(*^^<bW»n^J(#>l^(±\ HOBt, HOOBt)hi: 
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(1975^) N ^A^fe-fcUWiS^x Ml^lWWffilx *>/Wt<DiV¥W. 
205s (1977^F)s ScA^&^s ^E^p°pCDg3^s ff§14^s K*fiRx dSJM 

KfcflWPWII"*"* ufcA^§§o ±ia^}*-rrt# £> *i3SP«"*^ Ktf 
2js:^/KU^^Ks ^-GDSP^^K^feli^ti&^^l^^-rslnWis 
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& o 

JiTFlZ**S!H D N As *#gB^7K 'J K s *#68Jl©fti;#ft £0>tefll Co^T 

fcli^ODSP^^ K&3-Kt5DNA*fclimRN AG5^#(SfeT^)^: 

N A £fc[*m R N A(Z>i»bnfcS iMifSSfcl^ft £©»&?t£»r*l ^TtfflTfe 
So *«^<DDNAfefflt^SJtIB©afiBr?-|^Brl±x mi*. S&tW^ -if >/W 
^U^t-ya^PCR-SSC P ^(Genomics, 5:874-879(1989). Proc. 
Natl. AcadL ScLUSA, 86:2766-2770(1989))ft «fc 9 ^UT^ 3 £ h #Tr £ 3 0 

£ h UT^-T 5Jt^)^t«k oT\ D N A * /cl£Sfc^i»D£i£ 

D N A n *SMB©7>3Hz>;*DN An ^fcliaftiK^flBSftJ&N **l6 
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i N ^^mm^^t:iz^^tj:t:izmmt-^ztt<i!^^ 0 ^tiiz^'ox^ 

b02 x Fab\ feSUliF a b®«-fefflUTfe«kl^ ***£©Jin;f**:J8l>S* 

^T*#iS-r S Zii^T-tSo 0!) Tilts A>I *flk i^v^A^yt-f 
mW&±. BSf0 5 4^36f7)x SJII$fc>£fc>$ix i£R&ffiffl£»c<Jft3JK ; l£^»l£x 

2^fgff)x nBSfc^KfettS^j&j Sf570« rfbf&fc&fi&ffiVi- S A) j a 
mmunochemical Tfediniques(Part A))x R#lll73#r$^bgfett8tf^/<C- K B)j 
(Immunochemical Techniques(Part B)X ISJ#^74# r^jgfb3&fitj}£#r(/ t- h 
C)j (Immunochemical Techniques(Paxt C)) N |S)*^84# r^<b^fi*j^(/t 
— S.D : tlft&t&T y-fe-Oj (Immunochemical ltechniques(Part D: Sel 

ected Immunoassays))x |el#!g92^ r&fflb*£%fimV*- K E : *yu—1r 
)lttfo1o<kZf— &Sttf)&&,&T v -te 4 (Immunochemical Techniques(Part E: 
Monoclonal Antibodies and General Immunoassay Methods))x MWH£l2l% 



WO 2004/035788 



PCT/JP2003/013276 



16 

mmunochemical Techniques(Part LHybridoma Tfecnnology and Monoclonal 
Antibo<nes))(yLts 7*5=5: v 27l>X#8tfT)teZ*:im-t% -t^T^^o 
£ fc*mW D N A £13*0 £-£Tff l£ UfcDNAf<y^ D N A 

D N A 7 U ft iTCRI bTlix r D N A i> □ T' U-T fcSSSff P C R 

000^3^1 6B»1J!RI(S1*Jlfifi)&^**BR**>-fc^o 

^u-->^-rsfctoo!)Bai^LT*ffl'C35«o t-ft^^x *^t±x *s&bj3* 

<Ditf±x*$§B£CD7K 'J K«c ^(D^l-It^ffl -T 5 1 CDT'fe oT ct^U 



ijir""" "^N 
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*^«Mri3fec\rx m&V7Ssmte£&W%'e&7j*-r* i *£^ iupac- 

£M)¥(Dm%T7n h=i— ^Uj (Frederick M. Ausubel^H. (1987))I^IH^^tiX 

N o t I mtiL^-fZ* U K(GACTAGTTCTAGATC 
GCGAGCGGCCGCC C(T) n 5 )(-T > tT h □ Vx. >th«D*^ -f T-h U 

uperScriptni£$fe3?l£ii+ y >hf S o >*ttOT: 2 c D N A 
Ufe 0 Sal I^tti7^-(^ >lfhnvx«)4cDNAi:7 

■<y-v3>ufeo ^-(D^s n o 1 1 sHHb u s 1 %)Bm.v>mmTi3n -xnm. 

^IjIZlckO. 3 k b&±©DNA»tf4ffl»Lifco 

19$! c D N A Writ* ^Sal I-NotI $iJP!g#ftt*Q.31 L fcpBluescript HSK 
+77X5 Ki:7'fy-v3>Ufco ElectroMax DH10B*$(^ > If S □ 

yi>tti)IIxU^ V&l-cfc »2 I0HM77X5 K£#AU 

-h UTl=@l5)^^^°D^^iABLASTN 2.2.1 (AltschuK Stephen F. N Thomas 
L. Madden^ Alejandro A S chaffer. Jinghtd Zhang N Zheng Zhang N Webb 
Muler s fc«fcrJDavid J. Lipman (1997) s r =F -v »v >TBLAST cfc t/PSI-BLAS 
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T : * >A°^^T r -^^-^tt^^P^^A(D|/f^^J (Gapped BLAST and 
PSI-BLAST. a new generation of protein database search programs), Nucl 
eic Acids Res. 25:3389-3402)£ffi^T s nr(GenBank+EMBL+DDBJ+PDBlB?ll 
({BUESTs STS N GSS*fcliyx-XO s 1 *fcl± 2 (DHTGSIE^JIi^S-T))^ 

|5l^^a^^BLASTN2.2.1?S:ffi^\T. t KP^V Aiaffj(%;//ncbi n^,nin, 
gnv/gPnompa/H sapiensAlZlMEfo^ -t+fco 

;^l^s J C-*l6* t ttt?y^A1IW* v 6x Genscan^o^ACBurge, C. and Ka 
riin, S. 1997, Prediction of complete gene structures in human genomic D 
NA, c^ikfo/. ^io/., 268, 78-94 . V J /xfr&3t6ry*^3B*"*:a > fcfa-* - V 

J&^;7a^ABLASTN2.2.l£/B^Tv mergedb (fr^£DNAffi§£/iJfT!}^ U 
f c t h(DcDNAO!B^J<bGenBank(Dhomo sapiens^— 6 ESTi:^ 
A&ftfcl*fc«& < >Iif ^-r^DNAflF^Bftrai KlfWUfcD 

NARflJ^— 5"<-yO l-^f&^-itv ^^©J|^(Genscan^?gcds#1200 bpljl±) 

mB^tmv&^ tiitm&\z\t. cdnao^®^ & & zfc^tzo 

lB?U>^!3l±s PE777^f K/W^"$/X^Aa«ia)DNA$/-^3:>-y— (A 
BI PRISM377)^:(5)ttt^J^+'V S^^ffiUfeo ^gP^SB^JttS/a y h^>^ 

mvm<DM?m-% 1 *ifc&r£i dnas ititMB&tt-tz *? □ - > r fj03 

(3)*^ D N A(D*BEH41ft# 

WNr7 4~7 = 7 U ~nr (dMU-t^/f'^a^'^ABLASTP 2.2.1 ( r^y^TBLAS 
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»i] 





=r—$"*—7. ID 








Quiescin Q6 


gi 113325075 


747 


Human 


Genomics(l998),54(3);460-8 


Quiescin Q6 


gi 116758172 


570 


Rat 


J.B.C.(200l),276(l7),l3830-7 


Quiescin Q6 


gi 112963609 


568 


Mouse 


Genome Res.(2000),10(l0);i617-30 



TScorej ClCZ)1iA^Ul5^^^t> 
TE-valuej C<D^#0l3&l\f5<^{f$lJg#©^ 



ffl fi 


fill 






Score 


E-value 






®^ 










34 


629 


Human 


12 


613 


464 


e-135 


41%(252/611) 


81% 


23 


583 


Rat 


6 


559 


474 


e-132 


44%(246/565) 


97% 


23 


588 


Mouse 


6 


565 


483 


e-129 


45%(257/572) 


99% 



6 ld^£ft3t£55iy-->UPfam HMM ver 2.1 Search (HMMPFAM) (Sonnha 
mmer ELL. Eddy SR. Birney E N Bateman A N £«fcOTurbin B (1998) Tpf 
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am: T;U5^HB£!)7-5 -f ^ > r-fcefctf£ >M'£fC <Y >(Z)HMM#«&j (Pfa 
m: multiple sequence alignments and HMM-profiles of protein domains), 
Nucleic Acids Res. 26:320-322) U fc 0 

M£> M^>/\°^M J ?)l'jaa^AT*feSSOSUI system (ver. 1.0 / 10, Ma 
r., 1996) (Takatsugu Hirokawa, Seah Boon-Chiengfeefcl/Shigeki Mitaku N 

rsOSUI : >rt$mzm*Z^£ 2 1*1 (SOSUI: Class 

ideation and Secondary Structure Prediction System for Membrane Protei 
ns), Bioinformatics (JiiL^CDCABIOS) 1998 May;14(4):378-379)£ffl(,\Tflim 

lz:ot\Ta3lz:^Ufeo 

rfefct6K>W >J Pfam^fdiSOSUII^cfc O^tii^nfc K*-f > 
rjg^ (From)j flUHK** ^(Dm&tteZT SmSM 
m& CIb)j «ft«g K-**< >©»^i:fe575 ^ ^uiS 
rScore(Pfam(D^)j ^ CDfiltfig t * 15 £f ftl&g t>*M I * 
rExp(Pfam<D*.)j ClCD^tfOI^UIS^fSSlJgtf^U 
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162 
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1e-10 
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rt-pcr mASA7tm^-c^mmiim<D&&ncDm^m-<rc^^mA \z 

bfe (Nagase T, Ishikawa K, Suyama M, Kikuno R, Miyajima N, Tanaka 
A, Kotani H, Nomura N, Ohara O. Prediction of the coding sequences of 
unidentified human genes. XI. The complete sequences of 100 new cDNA 
clones from brain which code for large proteins in vitro. DNA Res. 1998 

Oct 30;5(5):277-86.) o 

S^»(3M£(fg) per ng of poly(A)+ RNA)tf 0.1*)?§£ + . 0.m_tl00;fc>1f& 

++ N 100l}t±£: +++ TlTjkLlto 
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■ME! 


$13 




m 


Br 


&rain 






He 


eart 






Ki„ 


Kidney 


wi 




Li 


Liver 


TO 




Lu 


Lung 






Ov 


Ovary 


#^ 




Pa 


Pancreas 






Sm 


S. muscle 






Sp 


Spleen 






Te 


Testis 






Am 


6. amygdala 






Ca 


J. caudate nucleus 






Ce 


B. cerebellum 






LrO 


D . co rpus ca 1 1 osum 






Hi 


B. hippocampus 






Ni 


B. substantia 
nigra 






Nu 


B. subthalamic 
nucleus 






7h 


B. thalamus 
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>? □ -XDDNA^SSB^'JlZlW-^SSt^niB^J^'l' 7=5 U -Genbank releasel 
22 yRtf 123 *CDt h^TV AlB^iJI^UTm/f^D^ABLASTN 2..2.1 ( T=F 
-\> 'V >T3LAST23 J: tJTPSI-BLAST : * >M 0 £JC^-£^-X&^D ^ACD&r 

^ABLASTN 2.2.1^fflL\Tfc h>rV A&=i- K"r?>^ a-XD^-T 7^ U -(fit 
p://nc:bi.nlm.nih.grov/genomes/H sap iensQl^Jfog-frfco 

^(7)ilSm. *^CDit^l*2#a(7)^fe^ (2 q 2 1 ) \7.{iLWt^Z.^tm 

(7) ^>tho T? <Di|£¥ISlR 

-OfcT h □'U0D^^I5iR^(^a/±rtt,TNT T7 Quick Coupled Transcioptio 
ii/Translation System cat.no.L1107)&JBlM: N cDNA^ a->§03204^e>CD)S 

36 Saii^ >&SK >9 12.5%©SDS-PAGE-e)7}cij!) L £o 

£!&li£-feK BAS2000(Fujifilm)CDi/X^AT?7r-- h^v":*^:? -f 
l\ s £ □ - >fj03204(Ditfc^j^3£*£tii U£o 

^(75$^^ 77kDaCD-t7->fXy'-*-l^f&^- «=l - >S03204(D<t£¥ 

§03204*^- K«*»t£«ix a*fl(7^^^>fr£l&*i>h698TiS y 
mn&frZ&K), ^*fi77,350kDah^£*ix ^igmiiCl^l^ct < — Sfe^" 

(8) ^B^^?a)^#g 

gp-^s tsi^^&imitg >r >(D^^e>. *#gB^£D d n a zfcitm.^ 

liQuiescin Q6 Gene (QSCN 6)(D7 7£'J-i:40 %*U^CD*g|I] , ££W U % 
<D N ^^1^13^^- U K* S> > (Thioredoxiii) K ;* -f In 2> Z h. 
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Gene (QSCN 6)7 5. S WMV\k.(bT ^ << * > hfrk&BJlkfr&.fc? IC\ 
(DDNA*fcliI^?©C«^ (SB?'J#^1 l'fel^75^4 0 5~5 3 

9#a)iz(±a*ea>ER v 1 fttuTusit^Jnaufco cti^>©3t^b N 

D N A * fcM3i6ffl;WHttfc« 1 at«»WF*« 2 eiClBlta tifeQ 
uiescin Q6 Gene (QSCN 6)<D:7;p5 U HM«i:J£3ll*"*;:fc#fcH*3o 

^ftfEfciJM ^t) c ^#l i F^2I^Iam^^Tt^i>«k^l3. E R V 1 M&fr\*m 
#(DSHbttU >BWb»T/lRl±tt»St^CDae ; ?"Cfe <3 (Lisowsky, T. (1992), 
Mol. Gen. Genet., 232:58-64). HM^ h 3 > K U A(D|f Jt&tfijtt^ 

«WtJt»»*l*fiort>«i:*iL6*irt\* (Iisowsky, T. (1994), Curr. 
Genet., 26:15-20 ) Q 

X. QSCN6 ^i>^l^tiMUTl^^m1t^«l'^3lt^^l±^<^ IMtWK 

fe^^«l^fcUT(ii[p$^/KTUi.C:ii^e>tlTlx^ (Coppock D. L. et 
aL, (1993) Cell Growth Differ., 4:483-493 ) c 

3 © ^vp - -fizm-frz^frcDm^itrnm^ hy»^ ( e cm) 

J5l±00 3 i: .QSCN6 |*^&*l3fc l*3«#J*:l§ 2>mm.tf& S o 

^^5 0 x, qscn6 [tmmm<Dm^vmibM7t^m\zmt)^m^ 

X. S3?iJ#^- 1 □->fj03204CD^SiBW6>Bfl6>* N ^«k'5l3 N $? 

8HBBJS3 K>ffl2l©^iB5»J (AACATGG) h\ Koz a kCD^miS^J (ACCA 
XGG) (3&<-»LTlx3o MIC 2MtSfc^2l3^£tiTU£J:-3l3x QS 
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-f>©»^v ^□->§03204(DN^lz: i fe^l^^v^;HB?iJ (Sos 
tffl||Sa&tM±liBI«(D^SI*x ii^JI-fei>i^fflflS(D^®s »Jt&fcfc£«^©#lu 

^smjkod n a mfeitm& z ?$iz&zmmz&n:mtez— m&o&m, mt> s 

**3B^© D N A g-fc(*®l£^fd*t-rS*^ V □ 7<fr=EU ^ N 7J -7 -/*- 
*96«-C»&tife*ff«*: D N A gcfcliae^&flfiH D N A5^y 7fc£lzSM«<* 
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1 . &T©(a)£fcl*(b)GD<Ky K : 

wmnfr e> & & # u k s 

2 . flftg&X 1 \Ztm<DD N A h*@*£ttfci&*IB?!lfrkft5 DNA^7h'J> 

3 . SIURJS 1 * 2 l~IBi£© D N A fcitfs^H^Jo 
4. OT<£> (a) (b) CDTjf'J^^K : 

@£IB?iJfr 6 & £ # U K - 

(b) mm^i^£fo%'7s.;wmp)\z.3s^-c, — skD^^Ktffc^ s 

6 . It^il 4 £ fcfi 5 tztzmntf u K \znir^»m¥o 

7. ffl^PSI *fcl*2l3lB«G)DNA€:BB?iJ*-B:fcN DNAfy7, 

1 0. If^iH Xli2IClBttG)DNAI^t-ST>^-b>^^- | Jzf5?^b^ 
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SEQUENCE LISTING 

<110> KAZUSA DNA Research Institute Foundation; 
ProteinExpress Co., Ltd. 

<120> Novel Gene and Protein Encoded by the Gene 

<130> PCT-AB03040 

<150> JP2002-305318 
<151> 2002-10-21 

. <160> 1 

<170> Patentln version 3.1 

<210> 1 

<211> 4533 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (23).. (2119) 

<223> 



<400> 1 

gcgcgccggc ggcacttcca ac atg gcg gcg gcc ggg gcg gcg gtg gcg cgc 52 

Met Ala Ala Ala Gly Ala Ala Val Ala Arg 
1 5 10 

age ccg gga ate gga gcg gga cct gcg ctg aga gcc egg cgc teg ccc 100 
Ser Pro Gly He Gly Ala Gly Pro Ala Leu Arg Ala Arg Arg Ser Pro 
15 20 25 

ccg ccg egg gcc gca egg ctg ccg egg ctg eta gtg ctg eta gcg gcg 148 
Pro Pro Arg Ala Ala Arg Leu Pro Arg Leu Leu Val Leu Leu Ala Ala 
30 35 40 

gcg gcg gtg ggg ccg ggc gcg ggc ggt gcg gcg egg ctg tac cgc gcg 196 
Ala Ala Val Gly Pro Gly Ala Gly Gly Ala Ala Arg Leu Tyr Arg Ala 
45 50 55 

ggc gag gac gcc gtg tgg gtg ctg gac age ggc age gtg cgc ggg gcc 244 
Gly Glu Asp Ala Val Trp Val Leu Asp Ser Gly Ser Val Arg Gly Ala 
60 65 70 



WO 2004/035788 



PCT/JP2003/013276 



2/6 



acc gcc aac age teg gee gcg tgg etc gtg cag ttc tac teg teg tgg 
Thr Ala Asn Ser Ser Ala Ala Trp Leu Val Gin Phe Tyr Ser Ser Trp 
75 80 85 90 

tgt ggc cac tgc ate ggc tac gcg ccc act tgg egg gcc ctg get ggg 
Cys Gly His Cys lie Gly Tyr Ala Pro Thr Trp Arg Ala Leu Ala Gly 
95 100 105 

gat gtg cga gac tgg gcc agt gcc att cgc gtc gca get ctg gac tgc 
Asp Val Arg Asp Trp Ala Ser Ala He Arg Val Ala Ala Leu Asp Cys 
110 115 120 

atg gaa gag aag aac cag gcc gtg tgc cat gac tac gac ate cac ttc 
Met Glu Glu Lys Asn Gin Ala Val Cys His Asp Tyr Asp He His Phe 
125 130 135 

tac ccc acc ttc egg tat ttt aaa gca ttt aca aag gag ttt aca act 
Tyr Pro Thr Phe Arg Tyr Phe Lys Ala Phe Thr Lys Glu Phe Thr Thr 
140 145 150 

gga gaa aat ttt aaa gga cct gac cga gag ctg cga aca gtc aga cag 
Gly Glu Asn Phe Lys Gly Pro Asp Arg Glu Leu Arg Thr Val Arg Gin 
155 160 165 170 

acg atg att gac ttc ctg cag aac cac acg gaa gga age egg ccc cct 
Thr Met He Asp Phe Leu Gin Asn His Thr Glu Gly Ser Arg Pro Pro 
175 180 185 

gcc tgc ccg cgc eta gac ccc att cag ccc agt gat gtt ctt tec ctt 
Ala Cys Pro Arg Leu Asp Pro He Gin Pro Ser Asp Val Leu Ser Leu 
190 195 200 

ctt gac aac cgt ggc age cat tac gtg get att gtc ttt gaa age aac 
Leu Asp Asn Arg Gly Ser His Tyr Val Ala He Val Phe Glu Ser Asn 
205 210 215 

age tec tac ctt gga egg gag gtg ate tta gac ctg ate ccg tat gaa 
Ser Ser Tyr Leu Gly Arg Glu Val He Leu Asp Leu He Pro Tyr Glu 
220 225 230 

age ate gtg gtg acc cga gca ctg gac ggg gac aaa gca ttt ctg gag 
Ser He Val Val Thr Arg Ala Leu Asp Gly Asp Lys Ala Phe Leu Glu 
235 240 245 250 

aaa ctt ggt gtt tct tea gtc cct teg tgt tac ctg ate tac cca aat 
Lys Leu Gly Val Ser Ser Val Pro Ser Cys Tyr Leu He Tyr Pro Asn 
255 260 265 



292 



340 



388 



436 



484 



532 



580 



628 



676 



724 



772 



820 
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ggg teg cat gga ttg att aac gtc gtg aag cct ctg egg gee ttc ttt 868 
Gly Ser His Gly Leu He Asn Val Val Lys Pro Leu Arg Ala Phe Phe 
270 275 280 

teg tct tat ttg aag tea ttg ccg gat gtg agg aaa aaa teg ctt ccc 916 
Ser Ser Tyr Leu Lys Ser Leu Pro Asp Val Arg Lys Lys Ser Leu Pro 
285 290 295 

ttg cct gaa aag cca cac aaa gaa gaa aat tea gaa ate gtg gtt tgg 964 
Leu Pro Glu Lys Pro His Lys Glu Glu Asn Ser Glu He Val Val Trp 
300 305 310 

aga gaa ttt gac aag teg aag ctg tac acg gtg gac ctg gag tea ggg 1012 
Arg Glu Phe Asp Lys Ser Lys Leu Tyr Thr Val Asp Leu Glu Ser Gly 
315 320 325 330 

eta cac tac etc ctg egg gtg gag ctg gca gee cac aag tec ctg gee 1060 
Leu His Tyr Leu Leu Arg Val Glu Leu Ala Ala His Lys Ser Leu Ala 
335 340 345 

gga gca gag ctg aag acg etc aag gac ttt gtg act gtc ttg gec aag 1108 
Gly Ala Glu Leu Lys Thr Leu Lys Asp Phe Val Thr Val Leu Ala Lys 
350 355 360 

ctg ttc cct gga egg ccg cca gtc aag aag ctg ttg gag atg ctg cag 1156 
Leu Phe Pro Gly Arg Pro Pro Val Lys Lys Leu Leu Glu Met Leu Gin 
365 370 375 

gag tgg ctg gee age ctt ccc ctg gac agg ate ccc tac aac gee gtg 1204 
Glu Trp Leu Ala Ser Leu Pro Leu Asp Arg He Pro Tyr Asn Ala Val 
380 385 390 

ctt gac ctg gtc aac aac aag atg egg att tct gga ata ttc ctt act 1252 
Leu Asp Leu Val Asn Asn Lys Met Arg He Ser Gly He Phe Leu Thr 
395 400 405 410 

aat cac ata aag tgg gtt gga tgt caa gga age cga tct gag ttg agg 1300 
Asn His He Lys Trp Val Gly Cys Gin Gly Ser Arg Ser Glu Leu Arg 
415 420 425 

ggt tac ccg tgt tct etc tgg aaa ctg ttc cac act ttg act gtt gaa 1348 
Gly Tyr Pro Cys Ser Leu Trp Lys Leu Phe His Thr Leu Thr Val Glu 
430 435 440 



gee teg acc cac cca gat gca ctg gtt ggc aca ggc ttt gaa gac gac 1396 
Ala Ser Thr His Pro Asp Ala Leu Val Gly Thr Gly Phe Glu Asp Asp 
445 450 455 
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ccc cag get gtg ctg cag aca atg agg agg tac gtt cac acc ttc ttt 1444 
Pro Gin Ala Val Leu Gin Thr Met Arg Arg Tyr Val His Thr Phe Phe 
460 465 470 

ggg tgt aag gaa tgt ggt gag cac ttt gag gaa atg get aaa gaa tec 1492 
Gly Cys Lys Glu Cys Gly Glu His Phe Glu Glu Met Ala Lys Glu Ser 
475 480 485 490 

atg gac teg gtg aaa acc cca gac caa gee ate etc tgg ctg tgg aag 1540 
Met Asp Ser Val Lys Thr Pro Asp Gin Ala He Leu Trp Leu Trp Lys 
495 500 505 

aag cat aat atg gtg aac ggc cgc ctg gca ggc cat ctg agt gag gat 1588 
Lys His Asn Met Val Asn Gly Arg Leu Ala Gly His Leu Ser Glu Asp 
510 515 520 

ccc egg ttt cca aag ctt cag tgg ccc act ccg gac etc tgc cca gee 1636 
Pro Arg Phe Pro Lys Leu Gin Trp Pro Thr Pro Asp Leu Cys Pro Ala 
525 530 535 

tgc cat gag gaa att aag ggc ctg gec age tgg gat gaa ggc cac gtg 1684 
Cys His Glu Glu He Lys Gly Leu Ala Ser Trp Asp Glu Gly His Val 
540 545 550 

etc aca ttc ttg aag cag cac tat ggc cgc gac aac etc tta gac acg 1732 
Leu Thr Phe Leu Lys Gin His Tyr Gly Arg Asp Asn Leu Leu Asp Thr 
555 560 565 570 

tat tec gca gac cag ggg gat tec agt gaa gga gga acc ctg gee agg 1780 
Tyr Ser Ala Asp Gin Gly Asp Ser Ser Glu Gly Gly Thr Leu Ala Arg 
575 580 585 

ggt gag gaa gag gag aaa aga etc act ccc cca gag gtg tec cat gga 1828 
Gly Glu Glu Glu Glu Lys Arg Leu Thr Pro Pro Glu Val Ser His Gly 
590 595 600 

gac cga gac acc cag age gtc cgt cca cct ggt gca ctg ggc ccc agg 1876 
Asp Arg Asp Thr Gin Ser Val Arg Pro Pro Gly Ala Leu Gly Pro Arg 
605 610 615 

cct gee ctt cca gag age ttg cat cac age ttg gac ggg aaa etc cag 1924 
Pro Ala Leu Pro Glu Ser Leu His His Ser Leu Asp Gly Lys Leu Gin 
620 625 630 



agt ctg gat ggg ccc ggg gee cac aag gag gtg ggc ggg gee gca ccc 
Ser Leu Asp Gly Pro Gly Ala His Lys Glu Val Gly Gly Ala Ala Pro 
635 640 645 650 



1972 
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ttc etc ggg gtt gac ttc tec age ctg gac atg agt etc tgt gtc gtg 2020 
Phe Leu Gly Val Asp Phe Ser Ser Leu Asp Met Ser Leu Cys Val Val 
655 660 665 

ctg tac gtg get tea tec ctg ttc etc atg gtg atg tac ttc ttc ttc 2068 
Leu Tyr Val Ala Ser Ser Leu Phe Leu Met Val Met Tyr Phe Phe Phe 
670 675 680 

egg gtg agg tec agg egg tgg aag gtc aag cac cac cac ccg gee gtg 2116 
Arg Val Arg Ser Arg Arg Trp Lys Val Lys His His His Pro Ala Val 
685 690 695 

tga gtgcccgggt gctgccagcc aeggeggaag ctcccttgga ggcagccctg 2169 

ccccgtgcca cctgcagctt taatatttat gatcagggat tttataaaca tgcgggcctg 2229 

gtttcacatc ggatggcacc ttttggcttc aaagtcctgg ttttacaaac gctcttctaa 2289 

caagggaaga acaeggggta attttgtggg gatatttgea ttcctggcgt actcaagtct 2349 

gttcatgetc ettttgeagg tcttacagca aaaagacttc tgtattttta ctcttctaga 2409 

tgtgaaaaga gggtgcagag tccaggccag atagtcttcc ccacacactt teatctegtt 2469 

tcctccactc cgccccatcc tgeagggect tgtttttgta tttggagaac ctcgcccatc 2529 

ccccccgcgg ctcctggctc cccccccccc caccttggcc ctccctgcac cctccactcc 2589 

cctcgctccc cctccccccg ctccccccac gccccctgct ccaggctgcc aagtgttttc 2649 

etttagcegg gcggggacag acagagcegg aagcgcagtc ggcctctgca gcccctccaa 2709 

geaagtgetc cagggactat cctgtgtttg tagctgette cctagggcag gttcctgagg 2769 

gctctccttg ttcctccggg tgttcgacac cagacgtggg gatttcaaca ggggaggagc 2829 

caaggaattc tgtggctgtg ctgcgtttca gaaaataacc cccagaggcc ttgggctgtg 2889 

gacctggggg ttggaaggat gggggctcat ttaaccctca gaggcagege ctttgtctgt 2949 

ctatctggtg acaagagaga gacaagtaaa tgggggccgt tgggacggcg ggtgcctgga 3009 

gggcagctct gggctcagcg ggcagtgctt agagcacagg cccctctgtt gggggatggg 3069 

gaggagagca gtctgccctt gggagegtag gccccaggga gacttctaaa gccccccctg 3129 

tcgtctgctc ttcacccagc accacagagg cacctgctgc acacacaagc atctcactcg 3189 
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gcccacggag 


ggggccaggc 


4* 4* r\ r\ 4» 4" 

txccxxtgcc 


tgaagcLgtu ttgggaaggg tctccacaca 


ggcacugai/C 


xcccaagctu 


tggtcatgat 


gtcu xttacc attugataau tttaaacatu 


gtttttaaac 


ccaaaacatt 


tagtggtccg 


ttgcctctga agatgtaaac aaacaaatac 


actatttctg 


ggaacattta 


tattgagatt 


ctttgtggct attggtgtgt ctcacaggca 


aaatttgatt 


tggctaaaat 


aggctcagat 


gtatttgtgt gcccgtgtgt gtgtgtgtgt 


**4- »»4- r*J- «.4- r^4- 

gtgtgtgtgt 


_x —4. _.x _4- _ x 

gtgtgtgtat 


gagagagaga 


gagactttga cggttgtaga tattttttcc 


gctttgccta 


^.4. ii„j. ^4. 4. M 

ctttatgttg 


X X « ~ 4 ^ x ^ 

tataatcatg 


tgtttactaa caagttgatg acatggatgt 


attcataaga 


ccatgtaata 


X X MM X —4- — X 

ttgatgtgat 


tgttgtcgct tgagaaaaaa aggcaacagc 


tgattctttc 


aacaactgtc 


acagaatggc 


tgggctgaga acgctgccca gggccctgca 


gctggcggga 


gaggtgtctg 


gtgggagcgg 


tgtctggtgc gtcagcctgc tgcttcgtgt 


ctcactcgag 


— X J 11^1 

agttgcttct 


ggtttcacac 


tttttaaccc ctctgtgctt tagcagccgt 


gaccttgcct 


X J-A 1_ A _ 

tcattgcttc 


atccagtgca 


ggcctgggtt attgaagaca ccaaagtgtt 


1 ^1 _ A, J 

tctcttccag 


tttgaaaacc 


aggcaggttt 


_ ^ _X — —X X J _X _X _ X ii_-_ili 

acacgtgggt ttcagtgtat ttgcctttga 


acccttcaaa 


_X, ill ^ 

ctaaacttta 


_ _ _A 11J — ^ 

gccttttggc 


tggtgttgaa tgtctttagc tggggtgacc 


tggagtgacc 


tgggacggtg 


ttgtggttta 


ccgtctccag cttcagcctt tccagaaacc 


cttgtggagg 


gcagtgttgg 


ctgcaggttt 


catcatattg cagtttgagg tcaccactat 


ttggggaaca 


agcttgcgtc 


ctgctgaggg 


gcaggatttt cagcagagcg tcggtggggc 


tgggccgtcg 


tggaggtggc 


cccaggagtc 


atatggccat actcagacac accttgtgtg 


gcctgctcag 


agctggatgc 


cacctttagg 


caatgtttag agtctatttt ctaaagtttt 


aagtatttta 


agaggtattg 


agactaatga 


atataatagt tcagtaattt aaatgcttat 


ttattttcag 


tggaaggatt 


tttattaaaa 


agaagctaat tgacatggaa atgtcagtga 


aatttcttac 


ctgcaaggaa 


agtgaacatt 


ttgtatttaa gtaaactata atgtgcacat 


tttaataaag 


aaatctgaca 


tttg 





3249 

3309 

3369 

3429 

3489 

3549 

3609 

3669 

3729 

3789 

3849 

3909 

3969 

4029 

4089 

4149 

4209 

4269 

4329 
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